(d) a subsequence of (a), (b), or (c), wherein the subsequence encodes a 
polypeptide fragment which has carboxypeptidase activity; and 

(e) a nucleic acid sequence encoding a polypeptide having carboxypeptidase activity 
with (1) an optinnal activity in the range of about pH 4.0 to about pH 5.0 at 25°C; (ii) an optinnal 
activity in the range of about 55°C to about 60°C at pH 4; (iii) a residual activity of at least about 
65.5% after 30 minutes at pH 4.0 and 60X; and (iv) an ability to hydrolyze X from N-CBZ-Ala-X 
wherein N-CBZ is N-carbobenzoxy and X is any amino acid. 

31 . (Original) The nucleic acid sequence of claim 30, which encodes a polypeptide having an 
amino acid sequence which has at least 70% identity with amino acids 19 to 555 of SEQ ID NO. 
2. 

32. (Original) The nucleic acid sequence of claim 30, which encodes a polypeptide comprising 
the amino acid sequence of SEQ ID NO. 2. 

33. (Original) The nucleic acid sequence of claim 30, which encodes a polypeptide consisting of 
the amino acid sequence of SEQ ID NO. 2, or a fragment thereof which has carboxypeptidase 
activity. 

34. (Original) The nucleic acid sequence of claim 33, which encodes a polypeptide consisting of 
the amino acid sequence of SEQ ID NO. 2. 

35. (Original) The nucleic acid sequence of claim 34, which encodes a polypeptide consisting of 
amino acids 19 to 555 of SEQ ID NO. 2. 

36. (Original) The nucleic acid sequence of claim 30, which has at least 70% homology with the 
nucleic acid sequence of SEQ ID NO. 1 . 

37. (Original) The nucleic acid sequence of claim 30, which has the nucleic acid sequence of 
SEQ ID NO. 1. 

38. (Original) The nucleic acid sequence of claim 30, wherein the nucleic acid sequence 
hybridizes under medium stringency conditions with (i) nucleotides 55 to 1662 of SEQ ID NO. 1 , 
(ii) a subsequence of (i) of at least 100 nucleotides, or (iii) a complementary strand of (i) or (ii), 



wherein medium stringency conditions are defined as prehybridization and hybridization a 42''C 
in 5X SSPE, 0.3% SDS, 200 mg/ml sheared and denatured salmon sperm DNA, and 35% 
formamide. 

39. (Original) The nucleic acid sequence of claim 30, wherein the nucleic acid sequence 
hybridizes under high stringency conditions with (i) nucleotides 55 to 1662 of SEQ ID NO. 1, (ii) 
a subsequence of (i) of at least 100 nucleotides, or (ill) a complementary strand of (i) or (ii), 
wherein medium stringency conditions are defined as prehybridization and hybridization a 42°C 
in 5X SSPE, 0.3% SDS, 200 mg/ml sheared and denatured salmon sperm DNA, and 50% 
formamide. 

40. (Original) The nucleic acid sequence of claim 30, which encodes a polypeptide having 
carboxypeptidase activity with (i) an optimal activity in the range of about pH 4.0 to about pH 5.0 
at 25''C; (ii) an optimal activity in the range of about 55°C to about 60°C at pH 4; (iii) a residual 
activity of at least about 65.5% after 30 minutes at pH 4.0 and 60°C; and (iv) an ability to 
hydrolyze X from N-CBZ-Ala-X wherein N-CBZ is N-carbobenzoxy and X is any amino acid. 

41 . (Original) The nucleic acid sequence of claim 30, which is contained in the plasmid pEJG12 
which is contained in E. co//, NRRL B-21616. 

42. (Original) A nucleic acid construct comprising the nucleic acid sequence of claim 30 operably 
linked to one or more control sequences which direct the production of the polypeptide in a 
suitable expression host. 

43. (Original) A recombinant expression vector comprising the nucleic acid construct of claim 42. 

44. (Original) A recombinant host cell comprising the nucleic acid construct of claim 42. 

45. (Original) A method for producing a polypeptide having carboxypeptidase activity comprising 
(a) cultivating the host cell of claim 44 under conditions suitable for production of the 
polypeptide; and (b) recovering the polypeptide. 

46. (Original) An isolated nucleic acid sequence encoding a polypeptide having 
carboxypeptidase activity with (i) an optimal activity in the range of about pH 4.0 to about pH 5.0 



at 25°C; (ii) an optimal activity in the range of about 55°C to about 60°C at pH 4; (iii) a residual 
activity of at least about 65.5% after 30 minutes at pH 4.0 and 60°C; and (iv) an ability to 
hydrolyze X from N-CBZ-Ala-X wherein N-CBZ is N-carbobenzoxy and X Is any amino acid. 



47. (Currently Amended) The isolated nucleic acid sequence of claim 46, wherein X i s s ele ct e d 
from th e group cons i sting of the encoded polvpeptide preferentiallv hvdrolvzes He, Glu, Lys, Arg, 
Asp, Asn, Phe, and Tvr as X from N-CBZ-Ala-X . 

48. (Original) The isolated nucleic acid sequence of claim 46, which is obtained from a strain of 
Aspergillus or a teleomorph thereof. 

49. (Original) The isolated nucleic acid sequence of claim 48, which is obtained from a strain of 
Aspergillus oryzae or a teleomorph thereof. 

The basis for the amendment of claim 47 is found on page 43, lines 4-28 of the 
specification. The Examiner is hereby invited to contact the undersigned by telephone if there 
are any questions concerning this amendment or application. 




Respectfully submitted, 



Date: August 19, 2003 



Ffcbert L Stames, Reg. No. 41,324 
Novozymes Biotech, Inc. 
1445 Drew Avenue 
Davis, OA 95616-4880 
(530) 757-8100 



